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in salivary gland tumors, 75:137 chromosomes 22 and 8, 72:141 
in sarcoma, 72:151 polysomy 8, 72:141 
in soft tissue and bone tumors, 78:115; 127 Colorectal tumors 
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APC gene mutations in FAP, 77:171, 186 

APC mutations, 77:151 

APC mutations in sporadic cancer, 77:186 

clonal changes in adenomas, 77:186 

cytogenetics of adenomas, 74:105 

cytogenetics in cancer, 77:158 

genetic heterogeneity, 77:158 

genetic predisposition, 73:23; 77:151 

K-ras mutations, 77:155 

linkage studies in cancer, 77:171 

lymphocyte chromosome instability, 73:23 
Comparative Genomic Hybridization (CGH) 

in bladder cancer, 77:149 

in breast cancer, 77:149 

in neuroblastoma, 77:180 

in solid tumors, 77:149 
Cystadenolymphoma (Warthin Tumor) 

cytogenetics, 76:129 
Cytogenetic changes 

adenolipomas of breast, 72:146 

in ALL, 72:92; 73:103; 75:117; 76:118; 77:134 

in ANLL, 72:44, 73, 75, 86, 105; 77:134 

in APL, 72:73, 75 

in brain tumors, 73:46 

in chordomas, 73:147; 75:23 

in clear cell sarcoma, 72:141 

in CLL, 72:83; 73:65 

in CML, 72:48, 65; 105; 73:57 

in colorectal adenomas, 74:104 

in chondrosarcoma, 76:100 

in dermatofibrosarcoma protuberans, 76:1 

in endometrial cancer, 73:142 

in ependymomas, 74:132 

in gallbladder cancer, 76:15 

in gliomas, 72:55; 73:46; 75:77; 76:85 

in hemangiopericytomas, 72:137 

in hibernoma, 72:59 

in hidradenoma, 77:26 

in lacrimal gland tumors, 75:134 

in leiomyoma, 77:65 

in MDS, 74:40; 77:134 

in melanoma, 77:69 

in multiple myeloma, 76:10; 78:210 

in neuroblastoma, 74:30 

in non-neoplastic solid tissues, 77:183 

in osteosarcoma, 77:81 

in ovarian cancer, 73:33; 77:99 

in pancreatic endocrine tumors, 77:55 

in phyllodes tumors of breast, 78:200 

in primary MDS, 78:219 

in Richter syndrome, 73:65 

in salivary gland tumors, 75:137 

in sarcoma, 72:151 

in soft tissue and bone tumors, 78:115, 127 

in squamous Cell carcinoma, 77:60 

in testicular tumors, 75:90 

in therapy-related leukemia, 75:11 

in Warthin tumor, 76:129 


lymphoma, 72:33 
malignant melanoma, 72:16, 109 


Deletions 
in chondrosarcomas, 76:100 
in chordomas, 73:147 
in osteosarcomas, 77:81 
in ovarian cancer, 73:33 
5q- in desmoid tumor, 78:94 
5q- in RAEB, 74:8 
7q- in various disorders, 78:181 
7q22 in leiomyoma, 77:65 
9q- in AML (M2), 78:239 
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77:134 
Derivative chromosomes 
in chordomas, 73:147 
in ovarian cancer, 73:33 
Dermatofibrosarcoma Protuberans 
chromosome 17 and rings, 76:1 
cytogenetics, 75:156; 76:1 
FISH studies in, 76:1 
ring chromosomes, 76:1 
t(2;17)(q33;q25), 75:156 
Desmoid tumor 
in Gardner syndrome, 78:94 
5q- in, 78:94 
Dicentric chromosomes 
dic(15;17)(q11;p11) in ANLL, 72:86 
in ANLL, 72:86 
DNA methylation 
methylcytosine-rich heterochromatin on banded 
chromosomes, 78:87 
varying status in cells, 78:87 
Double Minute Chromosomes (dmin) 
in ANLL, 72:86 
in osteosarcoma, 77:81 
in prostate cancer, 72:157 
in rhabdomyosarcoma, 76:125 
Down syndrome 
ANLL in, 76:72 
in family with fragile 16, 78:160 
inv(6) in AML, 73:157 
MDS in, 73:157 
t(8;21)(q22;q22) in ANLL, 76:72 


Effusions 
absence of -7 in normal cells, 78:78 
FISH studies in, 78:78 
Endometrial carcinoma 
cytogenetics, 73:142; 77:197 
FISH analysis, 73:142 
Endometrial stromal sarcoma 
chromosomes 3, 6 and 7, 77:45 
karyotypic changes, 77:45 
Endometriosis 
cytogenetic studies, 78:172 
Ependymoma and Ependymoblastoma 
chromosome changes, 73:46; 74:132 
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sex chromosome loss, 73:46 
Epithelioid sarcoma 
cytogenetics, 72:151 
t(8;22)(q22;q11), 72:151 
Erratum 
ewavdar et al. 69:38-40, 1993, 72:163 
Palka et al. 61:162-164, 1993, 72:81 
Riske et al. 72:44-47, 1994, 76:161 
Shekhter-Levin et al. 73:157-160, 1994, 76:161 
Ewing sarcoma 
double-target FISH, 77:202 
erg gene translocation, 76:19 
FISH studies, 74:13; 77:202 
interphase cytogenetics, 74:13 
molecular studies of t(11;22), 74:13; 76:19 
+8 in, 77:202 


Familial tumors and diseases 
AML, 76:65 
colorectal, 73:23 
fragile chromosome 16, 78:160 
genetic mechanisms in AML, 76:65 
in families of Wilms children, 77:129 
in families with renal tumors in children, 72:28; 77:129 
leukemia predisposition, 76:65 
retinoblastoma and fragile sites, 78:72 
tumors and diseases in family with fragile 16, 78:160 
Fanconi anemia 
apoptosis in, 75:67 
mitomycin C, 75:67 
Fat tumors; see Lipoma or Adipose tissue tumors 
Fibrosarcoma 
cell line, 73:109 
chromosome 1, 73:109 
congenital, 78:82 
suppressor activity on 1q, 73:109 
trisomies in, 78:82 
+11 in congenital, 78:82 
Fibrous dysplasia 
chromosome change, 77:114 
t(6;11)(q15;p15) in, 77:114 
FISH (fluorescence in-situ hybridization) 
apoptosis detection, 77:150 
bel rearrangements in CLL, 73:165 
BMT, 73:130 
cosmid probes, 77:99 
double target, 73:103 
in acute monocytic leukemia, 74:50 
in ALL, 73:103 
in aneuploidy, 72:78 
in ANLL, 72:86 
in APL, 72:73 
in archival specimens, 75:40 
in bladder cancer, 73:8; 77:118 
in breast cancer, 73:75; 75:1 
in Burkitt lymphoma, 76:136 
in cervical lesions, 75:120 
in CLL, 78:108 
in CML, 72:105, 73:130 


in dermatofibrosarcoma protuberans, 76:1 

in detection of MRD, 76:59 

in endometrial cancer, 73:142 

in Ewing sarcoma and neuroepithelioma, 74:13 

in fibroadenoma of breast, 76:145 

in fibrosarcoma, 73:109 

in follicular lymphoma, 76:140 

in germ cell tumors, 73:11; 73:53 

in hemangioblastoma, 77:1 

in leiomyoma, 74:19 

in leiomyosarcoma, 74:19 

in multiple myeloma, 76:10 

in ovarian cancer, 74:1; 77:99 

in pheochromocytoma, 77:1 

in Ph- CML, 78:153 

in prostate tumor, 75:40 

in radiation induced chromosome change, 77:166 

in renal cell tumors, 77:1 

in solid tumors, 77:165, 166 

interphase cytogenetics, 72:24, 86; 73:130 

in trisomy 11 in AMMoL, 77:33 

in tumors of von Hippel-Lindau syndrome, 77:1 

in Warthin tumor, 76:129 

i(17q) in leukemias, 73:17 

methodological development, 77:164 

MRD, 73:130 

new method, 77:149 

of ring chromosomes, 76:1 

of -18 in lymphoid disorders, 77:39 

prediction of radiosensitivity, 77:166 

repetitive, 74:1 

resource laboratories, 77:165 

studies of complex PH, 78:153 

use in differentiating translocation, 78:108 

5q- chromosome, 74:8 

6q and ovarian cancer, 77:99 

+8 in CML, 72:24 

+12 in CLL, 72:83 

Fourth European Workshop on Cytogenetics and 

Molecular Genetics 

of Human Solid Tumors 

Abstracts, 77:149-204 

Editorial Comment, 77:147 

Fragile site(s) 

at 10q23 in leiomyoma, 74:73 

in retinoblastoma patients with families, 78:72 

spontaneous expression in leiomyoma, 74:73 


Gallbladder tumors 
cytogenetics in cancer, 76:15 
karyotypes, 76:15 
Gardner syndrome 
desmoid tumor with 5q-, 78:94 
Gastric cancer 
chromosome 6 in, 77:172 
cytogenetics, 75:145 
cytogenetics, CGH and Southern blotting in, 77:172 
metastatic (pleura), 75:145 
primary and metastatic, 75:45 
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oncogene amplifications, 77:172 
p53 changes, 75:45 
RB gene in, 77:172 
Gene(s) 
bel in B-CLL, 73:165 
bel2 in B-cell line, 74:87 
CHOP and MDM2 in sarcoma, 78:165 
CHOP in MFH, 72:155 
erg gene in Ewing sarcoma, 76:19 
EMS1 gene at 11q13 in breast cancer, 77:171 
EWS/FLI-1 gene, 77:154 
h-ras in giant cell tumor of bone, 74:95 
IL4 gene in Waldenstrém macroglobulinemia, 75:153 
MLL-1 and RARA in M5 ANLL, 74:50 
p53 in ataxia-telangiectasia cells, 77:14 
p53 in cancer, 77:153 
p53 in gastric cancer, 75:45 
p53 in gliomas, 74:139 
p53 mutations in fixed and frozen tissues, 77:167 
p53 in second neoplasms, 76:148 
RAG-1 in actue leukemia, 78:40 
second suppressor gene in breast cancer, 76:106 
tumor suppressor gene in fibrosarcoma, 73:109 
Genitourinary tumors 
in families with children with renal tumors, 72:28 
ovarian, 73:33, 60 
Genomic imprinting and imbalance 
FISH, CGH, and karyotyping of imbalance, 77:163 
role of, 77:151 
tumorigenesis, 73:82 
Genotype 
and phenotype analysis by MAC, 72:1 
analysis in interphase of mitotic cell, 72:1 
MAC (morphology, antibody and chromosomes) 
analysis of interphase and mitotic cells, 72:1 
Germ cell tumors 
analysis of paraffin sections, 77:164 
carcinoma in situ: precursor for invasive lesions, 77:194 
cell fusion in, 77:195 
cerebral, 74:25 
chromosome translocation, 73:11 
chromosome 12 anomalies, 77:160 
chromosome 15, 77:152 
clonality of combined tumors, 77:195 
combined tumor, 77:195 
cytogenetics of pediatric, 74:54 
cytogenetics of teratoma, 75:90 
extragonadal, 73:11, 53; 74:25, 54; 77:111 
FISH studies in, 73:11, 53; 77:195; 78:145 
gene expression, 77:152 
gonadal, 74:54; 75:90 
i(12p) in mediastinal tumor, 73:53; 77:111 
i(12p) negative seminoma, 78:145 
mediastinal, 77:111 
molecular analysis of extragonadal tumors, 77:176 
molecular studies in, 73:11 
ovarian, 74:54 
pediatric, 74:54; 77:196 
pediatric tumors: chromosome changes, 77:196 
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refractory anemia with excess blasts, 77:111 
testicular, 74:54; 75:90 
XXY karyotype in cerebral, 74:25 
YAC, cosmid and other probes, 77:195 
12p11.2-p12.1 region, 78:145 
Giant cell tumor 
H-ras locus in, 74:95 
molecular studies in, 74:95 
of bone, 74:95 
Glioblastoma 
chromosome changes, 73:46; 75:77; 76:85 
chromosome painting, 77:181 
LOH in, 74:139 
microsatellite analysis, 74:139 
molecular studies, 74:139 
p53 mutation, 74:139 
recurrent, 76:85 
ros oncogene in, 72:130 
sex chromosome loss, 73:46 
7p, 9q and 12q in, 77:181 
Glioma(s) 
chromosome 7, 72:55 
chromosomes 7, 9, 10, 13, 17 and 22, 73:122 
cytogenetics, 72:55; 73:46; 75:77; 76:85 
DNA amplification, 77:156 
LOH in, 74:139 
microsatellite analysis, 74:139 
molecular studies in, 72:55, 130; 73:122; 74:139 
oncogenes in, 72:130 
p53 change in low-grade, 78:68 
p53 mutations, 74:139 
RFLP analysis, 72:55 
recurrent cytogenetics, 76:85 
ros oncogene in, 72:130 
sex chromosome loss, 73:46; 75:77 
Granulocytic sarcoma 
cytogenetics, 74:59 
t(12;22)(p11;q11) in, 74:59 
t(X;1)(q28;q22) in, 74:59 
Granulomatous Slack Skin (GSS) 
cytogenetics of, 72:95 
molecular studies, 72:95 


Head and Neck 

cytogenetics of carcinoma, 77:60, 188 

EMS1 gene at 11q13 in cancer, 77:171 

non-squamous cancers, 77:188 

squamous cell carcinoma 77:60 
Hemangioblastoma 

cerebellar, 77;1 

cytogenetics of, 77:1 

in von Hippel-Lindau syndrome, 77:1 
Hemangiopericytoma 

cytogenetics of, 72:137 

translocations in, 72:137 
Hibernoma 

cytogenetic changes, 72:59 

10q22 and 11q13 in, 72:59 
Hidradenoma 
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chromosome changes in, 77:26 
clear cell, 77:26 

cytogenetic heterogeneity, 77:26 
skin, 77:26 

Hypodiploidy 

in AML, 74:147-148 

in M2 ANLL, 74:147 
Hypomethylation 

in ALL, 78:40 

in ANLL, 78:40 

TCR-B. 78:40 


Immunoglobulins 

in CD7+ AML, 73:69 
in CML, 72:48 

in lymphoma, 72:33 


Insertion 


in renal cell carcinoma, 77:1 
ins(10;5)(p13;q31q13) in ovarian cancer, 77:89 
In-Situ Hybridization 

double target, 73:103; 77:165 

FISH analysis, 72:24, 83; 73:8, 11, 17 

in ALL, 73:103 

in breast cancer, 73:75; 75:1 

in cell analysis, 72:1 

in embedded sections, 73:134 

in endometrial cancer, 73:142 

in Ewing sarcoma and neuroepithelioma, 74:13 
in fibrosarcoma, 73:109 

in germ cell tumors, 73:11, 53 

in leiomyoma, 74:19 

in leiomyosarcoma, 74:19 

in synovial sarcoma, 73:89 

in tumors of von Hippel-Lindau syndrome, 77:1 
in 5q- chromosome, 74:8 

i(17q) in leukemia, 73:17 

MAC technique, 72:1 


Insulinoma 


cytogenetics, 77:189 
Interphase studies 

bel in CLL, 73:165 

BMT, 73:130 

cytogenetics, 73:134 

double target, 73:103; 77:165 


FISH analysis, 72:24, 73, 83, 86; 73:8, 17, 103, 130 


in ALL, 73:103 

in bladder cancer, 73:8 

in breast cancer, 73:75; 75:1 

in CML, 72:105, 73:17 

in endometrial cancer, 73:142 

in Ewing sarcoma and neuroepithelioma, 74:13 
in fibrosarcoma, 73:109 

in germ cell tumors, 73:11, 53 

in leiomyoma, 74:19 

in leiomyosarcoma, 74:19 

in ovarian cancer, 74:1 

in paraffin-embedded sections, 73:134 

in synovial sarcoma, 73:89 

in tumors of von Hippel-Lindau syndrome, 77:1 


in Warthin tumors, 76:129 
i(17q) in leukemia, 73:17 
MRD, 73:130 

of +11 in AMMoL, 77:33 
5q- chromosome, 74:8 
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chromosome 6 (pericentric) in AML, 73:157 
in childhood ALL, 72:92 

in hidradenoma, 77:26 

in T-cell leukemia, 72:92 

inv(2) in rhabdomyosarcoma, 78:214 
inv(12) in lymphoma, 77:74 
inv(14)(q11q32) in T-ALL, 72:92 

inv(X) in hemangiopericytoma, 72:137 

of chromosome 3 in CMMoL, 75:147 


Isochromosome 


FISH studies of i(17q), 73:17 

i(1q) in endometrial cancer, 73:142 

i(1q) in uveal melanoma, 72:109 

i(5p) in cervical cancer, 76:56 

i(6p) in lymphoma, 77:74 

i(8q) in B-ALL, 73:84 

i(8q) in uveal melanoma, 72:109 

i(12p) in germ cell tumors, 73:53; 75:90; 77:111 
i(17q) in leukemia, 73:17 
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adenolipomas of breast, 72:146 

in ALL, 72:92; 73:103; 75:117; 76:118; 77:134 
in ANLL, 72:44, 73, 75, 86, 105; 77:134 
in APL, 72:73, 75 

in brain tumors, 73:46 

in chordomas, 73:147; 75:23 

in clear cell sarcoma, 72:141 

in CLL, 72:83; 73:65 

in CML, 72:48, 65; 105; 73:57 

in colorectal adenomas, 74:104 

in chondrosarcoma, 76:100 

in dermatofibrosarcoma protuberans, 76:1 
in endometrial cancer, 73:142 

in ependymomas, 74:132 

in gallbladder cancer, 76:15 

in gliomas, 72:55; 73:46; 75:77; 76:85 
in hemangiopericytomas, 72:137 

in hibernoma, 72:59 

in hidradenoma, 77:26 

in lacrimal gland tumors, 75:134 

in leiomyoma, 77:65 

in MDS, 74:40; 77:134 

in melanoma, 77:69 

in multiple myeloma, 76:10; 78:210 
in neuroblastoma, 74:30 

in non-neoplastic solid tissues, 77:183 
in osteosarcoma, 77:81 

in ovarian cancer, 73:33; 77:99 

in pancreatic endocrine tumors, 77:55 
in phyllodes tumors of breast, 78:200 
in primary MDS, 78:219 

in Richter syndrome, 73:65 


in salivary gland tumors, 75:137 
in sarcoma, 72:151 
in squamous cell carcinoma, 77:60 
in testicular tumors, 75:90 
in therapy-related leukemia, 75:11 
in Warthin tumor, 76:129 
lymphoma, 72:33 
malignant melanoma, 72:16, 109 
Kidney tumors; also see Renal tumors 
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cortical, 73:134 

flow cytometric DNA, 73:134 
interphase cytogenetics, 73:134 
leiomyosarcoma, 72:126 


Lacrimal gland tumors 
chromosome 3, 8, 9 and 12, 75:133 


comparison with salivary gland, 78:133 


cytogenetics, 75:133 

Leiomyoma 
archival tissue cytogenetics, 74:19 
cell line, 77:203 
chromosome changes, 74:19; 77:65 
c-met loss, 77:203 


cytogenetics vs. leiomyosarcoma, 74:19 


FISH studies, 74:19 
fragile site at 10q23, 74:73 
mapping of 12q breakpoint, 77:201 
translocations in, 77:65 
7q- in, 77:203 
7q22 in, 77:65 
Leiomyosarcoma 
archival tissue cytogenetics, 74:19 
chromosome changes, 74:19 
cytogenetics vs. leiomyoma, 74:19 
FISH studies, 74:19 
kidney, 72:126 
Lipoblastoma 
diagnostic implications of 8q, 76:39 
translocation t(8;14) in, 76:39 
8q in, 76:39; 78:232 
8q11-13 in, 78:232 
Lipomas 
adenolipomas of breast, 72:146 
cytogenetics of, 72:146 
of breast, 72:146 
t(11;12) in lipoma, 77:162 
12q13-15 in atypical, 77:161 
Liposarcoma 
CGH in, 77:200 
c-myc, 76:47 
TLS-CHOP fusion variants, 77:177 
TLS/FUS and EWS genes, 77:155 
TP53 mutations in, 76:46 
t(12;16)(q13;p11) in, 77:177 
12q13-15 region, 77:161 
Liver tumors 
molecular studies, 77:154 
Loss of heterozygosity (LOH) 
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in malignant gliomas, 74:139 
in ovarian tumors, 77:150 
microsatellite analysis, 74:139 
p53 mutations, 74:139 


Lung tumors 


chromosome changes in non-small cell cancers, 77:186 
c-myc and related genes, 77:173, 187 

cytogenetics of adenocarcinomas, 77:186 
deletions in SCLC, 77:188 

FISH and cytogenetics in small cell cancer, 77:187 
FISH in lung brushes, 77:164 

gene amplification (c-myc), 77:155 

GST-pi expression, 77:173 

isochromosomes in, 74:120 

multistep carcinogenesis, 77:159 

origin of isochromosomes, 74:120 

p53 in cancer, 77:173 

3p21 in SCLC, 77:187 

9p- changes, 77:186 

11q13, EMS-1 and CCND1 genes, 77:173 


Lymphocytes 


chromosome changes in male patient with breast cancer, 
78:99 

chromosome instability, 73:23 

colorectal cancer and chromosome instability, 73:23 


Lymphoma 


B-cell, 72:33 

brain, 73:46 

Burkitt, 76:136 

chromosome changes, 72:33, 76:136, 140; 77:75, 91; 
78:15 

chromosome 11 changes, 78:36 

diffuse large cell, 77:91 

follicular, 76:140 

immunoglobulin gene loci, 72:33 

karyotypes in MALT lymphoma, 77:76 

MALT lymphoma, 77:74 

mucosa-associated, 77:74 

Sézary syndrome, 75:130 

T-cell, peripheral, 78:15 

t(1;21)(q21;p11) in diffuse large cell, 77:91 

t(14;18) and chromosome 11, 78:36 

t(14;19)(q32;q13) in follicular, 75:72 

3q27 involvement, 72:33 

9q in follicular, 76:140 

+12 in mucosa-associated, 77:74 

-18 in, 77:39 


MAC methodology 


analysis of genotype and phenotype, 72:1 
morphology, antibody and chromosomes, 72:1 


Malignant Fibrous Histiocytoma (MFH) 


c-myc in, 76:47 

molecular studies in, 72:155 

no rearrangement of CHOP, 72:155 
TP53 mutations in, 76:47 


Mastocytosis 


systemic, 78:236 
t(X;8) in, 78:236 
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cytogenetic findings in tumors, 73:55 
FISH studies in germ cell tumor, 73:53 
germ cell tumor, 73:53 


Medulloblastoma 


FISH studies, 77:181, 182; 78:1 

i(17q) in, 77:181; 78:1 

Megakaryoblastic leukemia (M7) 
cytogenetic findings in, 74:66 

+21 in, 74:66 

Melanoma, Malignant 

brain metastasis, 72:16 

chromosome changes, 72:16, 109; 77:69, 144, 182 
chromosome 6, 77:182 

chromosomes 1, 3, 6 and 9, 77:69 
chromosomes 6, 8 and 9 in uveal, 72:109 
clinical correlations in uveal, 72:109 
FISH in, 77:182 

LOH of chromosome 3 in uveal, 77:183 
marker chromosomes, 77:182 

ocular, 77:182 

t(1;14) in cell lines, 77:183 

uveal, 72:109; 77:144 


Meningioma 


chromosome changes, 73:46; 77:179, 78:46 
histology and cytogenetics, 78:46 

MGCR in, 77:179 

NF-2 gene in, 77:178 

sex chromosome loss, 73:46 

tumor suppressor gene, 77:174 

value of chromosome analysis, 77:179 


Merkel Cell Carcinoma 


cytogenetics, 75:74 
translocations in, 75:74 


Mesothelioma 


cell line, 77:203 
WT-1 gene in, 77:203 


Methodology 


choice in solid tumor cytogenetics, 76:77 

cytochemistry, 72:1 

FISH, 72:24 

high-quality banding in blood disorders, 74:109 

immunochemistry, 72:1 

in paraffin-embedded sections, 73:134 

in-situ hybridization, 72:1 

interphase cytogenetics, 73:134 

MAC (morphology, antibody and chromosomes) 
technique, 72:1 

scanning force microscopy, 76:93 

solid tumor cytogenetics, 72:161 


Minimal Residual Disease (MRD) 


BMT, 73:130 

detection by FISH, 73:130, 76:59 
FISH and, 73:130; 76:59 

in CML, 73:130, 76:59 

probes for t(9;22), X and Y, 73:130 


Models 


cytogenetics, 76:77 
in solid tumors, 76:77 
methodological choices, 76:77 


Molecular studies 
c-myc and TP53 in sarcoma, 76:47 
in acute monocytic leukemia, 74:50 
in ALL, 73:103 
in ALL cell line, 75:31 
in B-cell line, 74:87 
in B-CLL, 73:165 
in BMT and MRD, 73:130 
in breast cancer, 75:1; 76:106 
in breast cancer cell lines, 76:23; 77:19 
in CD7+ AML, 73:69 
in CML, 72:48, 65 
in Ewing sarcoma, 76:19 
in Ewing sarcoma and neuroepithelioma, 74:13 
in Fanconi anemia, 75:67 
in fibrosarcoma, 73:109 
in gastric cancer, 75:45 
in germ cell tumors, 73:11; 78:145 
in giant cell tumor of bone, 74:95 
in gliomas, 72:55, 130; 73:122; 74:139 
in irradiated ataxia-telangiectasia cells, 77:14 
in MDS, 74:40 
in MFH, 72:155 
in ovarian tumors, 73:60 
in synovial sarcoma, 73:89 
in Syrian hamster cell line, 75:51 
in trophoblastic tumors, 73:95 
in von Hippel-Lindau syndrome, 77:1 
in Waldenstrém macroglobulinemia, 75:153 
in 5q- chromosome, 74:8 
of CHOP protooncogene, 78:165 
of soft tissue sarcomas, 77:200 
p53 in patients with secondary tumors, 76:148 
second gene in breast cancer, 76:106 
studies in Wilms tumor, 77:93 
TCR in CML, 72:48 
Monosomy 
FISH studies of -18, 77:39 
9 in bladder cancer, 77:118 
-18 in lymphoid malignancies, 77:39 
22 and NM23H1 gene, 77:177 
Mucoepidermoid carcinoma; see Carcinoma 
Multiple Endocrine Neoplasia (Type 2) 
Hirschsprung disease and, 77:158 
receptor gene in, 77:158 
ret mutation in, 77:175 
Multiple Myeloma 
chromosome painting, 76:10 
clinical parameters, 78:210 
cytogenetics, 74:115; 76:10; 78:210 
DNA content, 74:115 
image analysis, 74:115 
t(1;16)(p11;p11), 76:10 
Myelodysplasia; see Myelodysplastic syndromes 
Myelodysplastic Syndromes (MDS) 
BMT in, 72:68 
clinical aspects, 74:40; 78:219 
CMMoL, 74:40 
cytogenetics, 72:68; 74:40; 78:219 
germ cell tumor and, 77:111 
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in secondary CMMoL, 75:64 
inv(6) in child with Down syndrome, 73:157 
molecular studies, 74:40 
primary: cytogenetics, 78:219 
RA, 74:40 
RAEB, 74:40; 77:111 
RAEB-T, 74:40 
RARS, 74:40 
ras mutations, 74:40 
survival, 74:40; 78:219 
therapy-related in children, 75:11 
treatment related, 76:50 
t(1;7)-unbalanced in AML, 74:35 
t(1;7)(p26;q32) in primary, 75:103 
t(3;21)(q26;q22) in, 76:50 
5q- in RAEB, 74:8 
+19 as sole change, 74:62 

Myeloproliferative Disorders (MPD) 
chromosome 8 in, 75:106 
cytogenetics in children, 75:11 
leukemic transformation, 76:50 
progression, 75:106; 76:50 
refractory disease, 77:134 
therapy-related, 75:11 
t(3;21)(q26;q22), 76:50 
t(8;21)(q22;q22), 75:106 
17p monosomy and refractory disease, 77:134 

Myositis 
cell culture, 76:157 
proliferative, 76:157 
+2 in, 76:157 


Neoplasms; see Tumors 
Nephroma 
congenital, 77:50 
FISH studies, 77:50 
histological subtype and +11, 77:50 
mesoblastic, 77:50 
+11 in, 77:50 
Neuroblastoma 
cell behavior and growth, 77:156 
CGH in, 77:180 
cytogenetic changes, 74:30 
genetics in children, 77:179 
lack of p53 mutations, 77:180 
N-myc in, 77:175, 179 
t(1;17), 77:156, 157 
1p deletions, 77:157 
1p36 and translocations in, 77:174 
Neuroectodermal tumors 
oncogene, 77:156 
22q12 in, 77:156 
Neurofibromatosis 
gene in Schwannomas, 77:178 
gene in type 2, 77:174 
mutations in, 77:174 
Neurofibrosarcoma 
c-myc in, 76:47 
TP53 mutations in, 76:47 


Nodular Fasciitis 
chromosome changes, 76:154 
t(3;15)(q21;q22) in, 76:154 
Non-Hodgkin Lymphoma; see Lymphoma 


Oligodendroblastoma 
chromosome changes, 73:46; 75:77; 76:85 
molecular studies, 73:122 
recurrent, 76:85 

Oncogene(s) 
c-myb in ALL cell line, 75:31 
c-myc amplification, 76:47 
c-myc in sarcoma, 76:47 
CHOP/GADD153 in sarcomas, 78:165 
expression in gliomas, 72:130 
in Syrian hamster cells, 75:51 
oncogene activation, 75:51 
papilloma virus and p53, 77:178 
PDGF in ovarian tumors, 73:60 
ras in MDS, 74:40 
ros in gliomas, 72:130 
v-src in marmoset cells, 74:123 

Oral tumors 


cytogenetics of squamous cell carcinoma, 77:188, 189 


Osteosarcoma 
c-myc in, 76:47 
cytogenetics, 77:81 
deletions, rings and dmin, 77:81 
extraskeletal, 76:47 
lack of ras mutations, 77:177 
TP53 mutations, 76:47 

Ovarian cancer 
breast-ovarian cancer gene, 77:154 
cell lines, 77:197 
CGH in, 77:163 


chromosome changes, 73:33; 74:1; 77:89, 99, 197 


chromosome 6 in, 77:99 
clonal changes in, 73:33; 74:1 
FISH studies, 74:1; 77:99 
GTG-banding, 74:1 


ins(10;5)(p13;q31q13) in small cell cancer, 77:89 


molecular studies in epithelial tumors, 73:60 
PDGF expression, 73:60 

small cell, 77:89 

-X in, 73:33 

yolk sac tumor, 77:197, 198 

1p- in yolk sac tumor, 77:197 

6q26-27 study in cancer, 77:164 

+7 in, 73:33 


Pancreas 
cell line, 76:29 
chromosomes in endocrine neoplasms, 77:55 
cytogenetics in cancers, 77:190 
cytogenetics of tumors and cell line, 76:29 
endocrine neoplasms, 77:55 
metastasis of cancer, 76:29 
periampullary adenocarcinoma, 76:29 
Paraganglioma 
allelic imbalance, 77:168 
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PCR 
in situ hybridization, 77:167 
visualization of chromosomal subregions, 77:167 
Peripheral nerve sheath tumors 
cytogenetics, 78:138 
malignant, 78:138 
Peripheral neuroepithelioma 
FISH studies, 74:13 
interphase cytogenetics, 74:13 
molecular studies, 74:13 
Phenotype 
analysis of interphase and mitotic cells, 72:1 
and genotype analysis by MAC, 72:1 
MAC (morphology, antibody and chromosomes) 
analysis of interphase and mitotic cells, 72:1 
Pheochromocytoma 
cytogenetics, 77:1 
in von Hippel-Lindau syndrome, 77:1 
Philadelphia (Ph) chromosome 
FISH studies of, 73:130; 78:153 
follow-up, 74:156 
in ALL, 76:70 
in CML, 72:24, 48, 65; 73:57; 74:156; 78:153 
in Ph- CML, 78:153 
Southern blot analysis, 72:65 
variant, 73:57; 74:156; 78:153 
Phyllodes tumors; see Breast tumors 
Plasma cell 
chromosomal changes in leukemia, 76:36 
leukemia, 76:36 
MAC studies in leukemia, 76:36 
Pleural fluid; see Effusions 
Porokeratosis 
cell cultures, 73:161 
chromosomes after X-ray, 73:161 
fibroblasts, 73:161 
Prolymphocytic leukemia 
karyotypic changes, 78:28 
T-cell, 78:28 
Protooncogenes; see Oncogenes 
Prostate 
adenocarcinoma, 72:157 
CGH in cancer, 77:163 
double minutes in, 72:157 
FISH studies in, 75:40 
numerical chromosome change, 77:159 
PIN: cytogenetic study, 77:194 


Receptors 
in CD7+ AML, 73:69 
T-cell in GSS, 72:95 
Rectal tumor; see Colorectal tumors 
Refractory Anemia (RA); also see MDS 
clinical aspects, 74:40 
cytogenetics, 74:40 
molecular studies, 74:40 
ras mutations, 74:40 
survival, 74:40 
+19 as sole change, 74:62 
Refractory Anemia with Excess Blasts 


clinical aspects, 74:40 
cytogenetics, 74:40; 77:111 
FISH studies, 78:7 

germ cell tumor and, 77:111 
interstitial breaks in 5q, 74:8 
i(12p) in mediastinal germ-cell tumor, 77:111 
molecular studies, 74:40 

ras mutations, 74:40 
survival, 74:40 
t(1;7)(p36;q32) in, 75:103 
t(1;17)(q11;p11), 78:7 

5q-, 74:8 

+19 as sole change, 74:62 


Refractory Anemia with Excess Blasts in Transformation 


(RAEB-T); also see MDS 
clinical aspects, 74:40 
cytogenetics, 74:40 
molecular studies, 74:40 
ras mutations, 74:40 
survival, 74:40 

+19 as sole change, 74:62 


Refractory Anemia with Ring Sideroblasts (RARS); also see 


MDS 
clinical aspects, 74:40 
cytogenetics, 74:40 
molecular studies, 74:40 
ras mutations, 74:40 
survival, 74:40 
+19 as sole change, 74:62 


Renal tumors 


chromoprobe carcinoma, 77:192 

chromosome 3 mapping, 77:191 

chromosome 7 in Wilms tumor, 77:93 

clinical correlates and pathologic, 77:193 

cortical, 73:134 

cytogenetic model, 77:160 

cytogenetics of, 77:1; 191 

cytogenetics of cell line, 78:175 

cytogenetics of oncocytomas, 77:192 

deletion mapping of chromosomes 14, 8, 17 and 18, 
77:191 

FISH studies in, 77:1 

flow cytometric DNA, 73:134 

growth factor gene, 78:175 

hereditary papillary cancer, 77:192 

in children, 72:28 

interphase cytogenetics, 73:134; 77:1 

in von Hippel-Lindau syndrome, 77:1 

i(12p) in a testicular metastasis of a renal cancer, 
77:192 

mesoblastic nephroma, 77:50 

microsatellite markers, 77:191 

papillary cancers, 77:193 

tumors in families with children with renal tumors, 
72:28 

t(3;8) and t(3;6) in familial cancer, 77:176 

Wilms tumor, 77:93 

YAC spanning breakpoint in t(X;1), 77:176 

+11 in nephroma, 77:50 


| 


11q13 in oncocytoma, 77:160 
Retinoblastoma 
cytogenetics in, 76:112 
fragile sites in patients with families, 78:72 
phenotype variants, 76:112 
6p in, 76:112 
6p+ in, 76:112 
Rhabdoid tumor 
childhood, 77:202 
t(9;22)(p34;q12-13) in, 77:202 
Rhabdomyosarcoma 
alveolar, 78:214 
chromosomal differences in embryonal vs. alveolar, 
77:201 
c-myc in, 76:47 
cytogenetics, 76:125; 77:201; 78:214 
dmin in, 76:125 
embryonal, 77:201 
inv(2)(p15q35) in alveolar, 78:214 
TP53 mutations, 76:47 
1p in embryonal, 77:201 
Richter syndrome 
chromosome changes in, 73:67 
cytogenetics, 73:65 
Ring chromosome 
in dermatofibrosarcoma protuberans, 76:1 
in fibroadenoma of breast, 76:145 
in hidradenoma, 77:26 
in osteosarcoma, 77:81 
in uveal melanoma, 72:109 


Salivary gland tumors 
comparison with lacrimal gland, 75:133 
cytogenetics, 75:133; 76:96 
+5 in gland, 76:96 
Sarcoma 
CHOP oncogene in, 78:165 
c-myc in, 76:47 
chondrosarcoma, 76:100 
clear cell (CCS), 72:141 
cytogenetic heterogeneity, 78:127 
dermatofibrosarcoma protuberans, 75:156 
epithelioid, 72:151 
Ewing, 74:13; 76:19 
fibrosarcoma, 73:109 
granulocytic, 74:59 
leiomyosarcoma of kidney, 72:126 
rhabdomyosarcoma, 76:125 
soft tissue, 78:138 
soft tissue sarcomas: molecular studies, 77:200 
synovial, 73:89 
TP53 mutations, 76:47 
12q13-14 amplica, 77:200 
Schwannoma 


NF-2 gene in, 77:178 

vestibular, 77:178 
Secondary leukemia 

in APL, 74:84 

in children, 75:11 


t(3;21)(q26;q22) in, 74:84 
11p15 and 3q21q26 in therapy-related leukemia in 
children, 75:11 
Sex chromosomes 
changes in tumors, 72:160 
loss in brain tumors, 73:46; 75:77 
Sézary syndrome 
cytogenetic studies, 75:130 
translocations in, 75:130 
Sigmoid tumors; see Colorectal tumors 
Skin 
der(17;22)(q10;q10) in metastatic carcinoma, 74:153 
granulomatous slack skin (GSS), 72:95 
hidradenoma, 77:26 
molecular analysis in GSS, 72:95 
Soft tissue tumors 
cytogenetic heterogeneity, 78:127 
cytogenetics of tumors, 78:115, 127 
intratumor heterogeneity, 78:127 
sarcoma, 78:138 
Solid tumors 
cytogenetics of soft tissue and bone, 78:115 
improved procedure for chromosome preparations, 
72:161 
+5 in marrow cultures from patients, 78:207 
Squamous cell carcinoma 
chromosomes 1, 6, 12 and 3, 77:60 
cytogenetics, 77:60 
head and neck, 77:60 
Stomach cancer; see Gastric cancer 
Survival 
factors in ANLL, 73:1 
long in ANLL, 73:1 
Synovial sarcoma 
FISH studies, 73:89 
histology and breakpoints, 73:89 
loci on X chromosomes, 77:199 
two distinct loci on X, 77:199 
t(X;18) breakpoint, 77:161 
t(X;18;5;4) in, 77:199 
Xp11.2 breakpoint, 73:89; 77:161 


T-cell lymphoma 
chromosome changes, 78:15 
peripheral, 78:15 

Technique; see Methodology 

Telomere 
association, 76:33 
in astrocytoma, 76:33 
length in breast cancer cell line, 77:19 
shortening in leukemic cells, 78:64 
telomeres and genetic alterations in leukemic cells, 

78:64 

Testicular tumors 
amplification of 12p11.2-p12.1, 78:145 
cultures, 75:90 
cytogenetics, 74:54; 75:90; 78:145 
FISH studies in, 78:145 
gene expression, 77:152 
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i(12p) in, 75:90; 78:145 
i(12p)-negative seminoma, 78:145 
molecular studies in, 78:145 
seminoma, 78:145 
teratomas, 75:90 
Tetrasomy 
chromosome 8 in ANLL, 72:101 
chromosome 8 in CCS, 72:141 
chromosome 8 in MDS, 72:101 
Thyroid tumors 
adenoma (atypical) with biclonal changes, 78:102 
chromosome changes in hyperplasia, 77:190 
chromosomes in, 77:190 
chromosomes 1 and 10, 77:175 
chromosomes 7 and 12 in benign lesions, 77:190 
cytogenetics of medullary cancers, 77:178 
FISH studies, 77:190 
multiphasic differentiation, 78:102 
p53 mutations in dog tumors, 77:169 
ret mutations in medullary cancer, 77:175 
trk/ret in papillary cancer, 77:175 
Translocations 
complex in CML, 78:153 
in extragonadal germ cell tumors, 73:11 
“jumping” 9q in follicular lymphoma, 76:140 
translocations in ANLL-M2, 75:139 
translocations in secondary (treatment-related) 
leukemias and MDS, 75:15 
t(1;1)(p36;q11) in gallbladder cancer, 76:15 
t(1;2)(p31;p25) in glioma, 76:88 
t(1;2;9;10)(q32.2;p12q24;q12;q25) in glioma, 76:88 
t(1;3)(p10;q10) in glioma, 75:77 
t(1;3)(p31;p25) in glioma, 76:88 
t(1;3)(p32;q21) in squamous cell carcinoma of the head 
and neck, 77:62 
t(1;3)(p36.3;q25) in glioma, 75:77 
t(1;3)(q10;q10) in pancreatic cancer (metastatic), 76:29 
t(1;3)(q21;p13) in ovarian cancer, 73:33 
t(1;3)(q42;p12) in ovarian cancer, 73:33 
t(1;4;7)(p32;p13q32;p22q11) in glioma, 76:88 
t(1;4)(q21;p16) in chondrosarcoma, 76:104 
t(1;4)(q21.1;p16) in glioma, 76:88 
t(1;4)(q21;q21) in phyllodes of breast, 78:200 
t(1;4;11)(q31;p16;q13.1) in Sézary syndrome, 75:130 
t(1;5)(p31;q32 or q33) in glioma, 76:88 
t(1;5)(p36;q33) in sacral chordoma, 73:147 
t(1;5)(q41;q32) in glioma, 76:89 
t(1;5)(q42;p14) in glioma, 76:88 
t(1;5)(q44;q14) in glioma, 76:88 
t(1;6)(p22;q22) in uveal melanoma, 72:109 
t(1;6)(p34;p22) in phyllodes of breast, 78:200 
t(1;6)(q44;q11) in sacral chordoma, 73:147 
t(1;7)(p11;p11) in myeloid leukemia, 75:16 
t(1;7)(p12;p11) in ovarian cancer, 73:33 
t(1;7)(p36;q32) in primary MDS, 75:103 
t(1;7)(q10;p10) in MDS following AML, 74:35 
t(1;7)(q11;q31) in squamous cell carcinoma of the head 
and neck, 77:62 
t(1;7)(q12;p11) in endometrial cancer, 73:142 


t(1;7)(q32;q32-34) in ANLL-M4 (secondary), 75:17 
t(1;7)(q42;p15) in Wilms tumor, 77:93 
t(1;7)(q42;q22) in leiomyoma, 77:65 
t(1;8)(p13;q12) in Warthin tumor, 76:129 
t(1;8)(p34;p23.3) in glioma, 76:89 
t(1;8)(p34;q24) in phyllodes of breast, 78:200 
t(1;8)(q21;q23) in sacral chordoma, 73:147 
t(1;8;16)(q25;q23;q22-23) in breast fibroadenoma, 
77:125 
t(1;8;21)(p13;q22;q22) in ANLL-M2, 75:140 
t(1;8;21)(p36;q22;q22) in ANLL-M2, 75:140 
t(1;9)(q10;q10) in glioma, 75:77 
t(1;9)(q11;p13) in ovarian cancer, 73:33 
t(1;9;22)(q22;q34;q11) in CML, 73:57 
t(1;9)(q24;p24) in salivary gland tumor, 75:137 
t(1;10)(q11;p11) in squamous cell carcinoma of the head 
and neck, 77:62 
t(1;11)(p32;q23) in ANLL-M1 (secondary), 75:15 
t(1;11)(p36;q13) in ovarian cancer, 73:33 
t(1;11)(q32;q23) in RAEB-t, 75:17 
t(1;12)(p34;q24.32) in glioma, 76:89 
t(1;12)(p36;q13) in chondrosarcoma, 76:104 
t(1;12)(p36.1;q13) in ANLL-M2, 75:17 
t(1;12)(q22;q24) in ovarian cancer, 73:33 
t(1;12)(q32;q14) in leiomyoma, 77:65 
t(1;13;19)(q12;q13;q12) in glioma, 76:88 
t(1;13)(q31;q22) in glioma, 76:89 
t(1;14)(p12;q12) in glioma, 76:88 
t(1;14)(p22;q11.2) in malignant melanoma, 77:70 
t(1;14)(p35;q21) in glioma, 76:89 
t(1;14)(q21;p11) in phyllodes of breast, 78:200 
t(1;15)(q12;p13) in Merkel cell carcinoma, 75:74 
t(1;15)(q21;p11) in chondrosarcoma, 76:104 
t(1;15)(q32;q22) in gallbladder cancer, 76:15 
t(1;16)(p11;p11) in multiple myeloma, 76:10 
t(1;16;21)(p32;q13;p11) in glioma, 76:88 
t(1;16)(q10;p10) in breast cancer, 75:158 
t(1;16)(q10;q10) in glioma, 76:88 
t(1;16)(q21;q24) in ovarian cancer, 73:33 
t(1;17)(q11;p11) in RAEB, 78:7 
t(1;17)(q21;q23) in squamous cell carcinoma of the head 
and neck, 77:62 
t(1;17)(q25;q21) in varicose vein, 75;27 
t(1;18)(p13;q23) in Warthin tumor, 76:129 
t(1;19)(p10;p10) in glioma, 75:77 
t(1;19)(p13;q11) in MDS, 74:45 
t(1;19)(q12;p13) in chondrosarcoma, 76:100 
t(1;19)(q12;p13.3) in ALL (L1), 78:23 
t(1;19)(q21;q13) in osteosarcoma, 77:83 
t(1;19)(q23;p13) in ALL, 76:120 
t(1;19)(q23;p13) in ANLL (M4), 73:86 
t(1;20)(p22;p13) in glioma, 76:88 
t(1;21)(p11;q11) in sacral chordoma, 73:147 
t(1;21)(p36;q11) in ANLL-M2, 75:140 
t(1;21)(p36;q11) in MDS, 75:17 
t(1;21)(q11;p11) in cerebral germ cell tumor, 74:25 
t(1;21)(q21;p11) in lymphoma, 77:91 
t(1;21;8)(q32;q22;q22) in ANLL-M2, 75:140 
t(2;5)(p23;q35) in T-lymphoma, 78:15 


t(2;5;?)(p25;q14;?) in Richter syndrome, 73:65 

t(2;5)(q32.1;q14) in glioma, 76:88 

t(2;6)(q32;q26) in glioma, 76:88 

t(2;7)(q13;p21) in glioma, 76:89 

t(2;8)(p11;q24) in Burkitt lymphoma, 76:136 

t(2;8)(q12;q22.3) in glioma, 76:88 

t(2;8)(q33;p23) in lymphoma, 77:74 

t(2;9)(p12;p23) in ALL, 76:120 

t(2;9)(q23;q22) in hidradenoma, 77:26 

t(2;9)(q37;q21.3) in glioma, 76:89 

t(2;10)(q24;q25) in glioma, 76:88 

t(2;11)(p24;q12) in glioma, 76:89 

t(2;11)(q22;p15.2) in glioma, 76:88 

t(2;11)(q31;p15) in MDS, 74:45 

t(2;11)(q32;q11) in Waldenstrém macroglobulinemia, 
73:169 

t(2;11)(q37;q14) in glioma, 76:88 

t(2;11)(q37;q23) in ANLL-M4, 75:17 

t(2;12)(p13;q24.1) in hemangiopericytoma, 72:137 

t(2;13)(p12;q33) in glioma, 76:88 

t(2;13)(p13;p11) in osteosarcoma, 77:83 

t(2;13)(p23;q11) in glioma, 76:88 

t(2;13)(q31;q12) in myeloid leukemia (secondary), 75:16 

t(2;13)(q32;p12) in chondrosarcoma, 76:104 

t(2;13)(q32;q31) in glioma, 76:89 

t(2;14)(p24;q12) in glioma, 76:88 

t(2;16)(q24;p13.2) in glioma, 76:88 

t(2;17)(q33;q25) in dermatofibrosarcoma protuberans, 
75:156 

t(2;18)(q21;q21) in sigmoid adenoma, 74:104 

t(2;20)(q21;q13) in sacral chordoma, 73:147 

t(2;21;8)(p25;q22;q22) in ANLL-M2, 75:140 

t(2;22)(q13 or q14.1;q11.2 or q12) in glioma, 76:88 

t(3;3)(q21;q26.2) in MDS, 74:45 

t(3;3)(q23;q29) in RAEB (secondary), 75:15 

t(3;5)(p22;q14) in malignant melanoma, 77:70 

t(3;5)(q27;q22) in Ph+ CML, 73:57 

t(3;6)(p21;p21) in sacral chordoma, 73:147 

t(3;6)(p21;q15) in pancreatic cancer (metastatic), 76:29 

t(3;6)(p25;p25) in hidradenoma, 77:26 

t(3;6)(q29;p12) in ovarian cancer, 73:33 

t(3;7)(p14;p21) in ovarian cancer, 73:33 

t(3;7)(p22;q21) in glioma, 76:89 

t(3;7)(q13;p21) in ovarian cancer, 73:33 

t(3;7;5)(q13;p14q22;q32) in glioma, 76:88 

t(3;8)(p21;p21) in ANLL-M4 (secondary), 75:16 

t(3;8)(p21;q12) in salivary gland tumor, 75:137 

t(3;8)(p21;q22) in lacrimal gland tumor, 75:134 

t(3;8)(q21;q24) in ovarian cancer, 73:33 

t(3;8)(q27;p12) in ovarian cancer, 73:33 

t(3;9;22)(p21;q34;q11) in CML, 73:57 

t(3;10)(p25;q22) in glioma, 76:88 

t(3;10)(q12;q25) in glioma, 76:88 

t(3;11)(p25;q23) in AML-M2, 74:35 

t(3;11)(q25;q23) in ANLL-M4, 75:16 

t(3;13)(p11;p11) in glioma, 75:77 

t(3;14)(p21;q24) in sacral chordoma, 73:147 

t(3;14)(q13;q24.2) in glioma, 76:88 

t(3;14)(q21;q24) in sacral chordoma, 73:147 


t(3;14)(q21;q32) in ALL, 76:120 
t(3;14)(q27;q32) in lymphoma, 72:33 
t(3;15)(q21;q22) in nodular fasciitis, 76:154 
t(3;16)(p21.2;q21) in sigmoid adenoma, 74:104 
t(3;17)(p11;q25) in ANLL-M4 (secondary), 75:15 
t(3;17)(p21;p13) in varicose vein, 75:27 
t(3;17)(q29;q21) in phyllodes of breast, 78:200 
t(3;18)(p24;q12.3) in glioma, 76:88 
t(3;19)(q13;p13.3) in pheochromocytoma, 77:1 
t(3;21)(q26;q22) in secondary leukemia, 74:84 
t(3;21)(q26;q22) in therapy-related MDS, 76:50 
t(3;21)(q27;q22) in MDS, 74:45 
t(3;22)(p26;q11) in glioma, 76:88 
t(3;22)(q27;q11) in lymphoma, 72:33 
t(4;5)(p14;q11) in chondrosarcoma, 76:104 
t(4;5)(p15;q21) in glioma, 76:88 
t(4;7)(q22;q31) in glioma, 76:89 
t(4;7)(q23;q34) in myeloid leukemia (secondary), 75:16 
t(4;7)(q25;q34) in ANLL-M2 (secondary), 75:15 
t(4;9)(q35;q12) in osteosarcoma, 77:83 
t(4;11)(q21;q23) in ALL, 76:120 
t(4;11)(q21;q23) in ANLL-M4 (secondary), 75:15 
t(4;11)(q26;p13) in ANLL-M5 (secondary), 75:15 
t(4;12)(p13;p12) in MDS, 74:45 
t(4;12)(p16;q15-21) in Warthin tumor, 76:129 
t(4;12)(q22;p12) in glioma, 76:88 
t(4;12)(q26;q24.32) in glioma, 76:88 
t(4;14)(p12;p11) in phyllodes of breast, 78:200 
t(4;15)(p15.3;q21) in glioma, 76:88 
t(4;16)(q21.2;q23) in glioma, 76:88 
t(4;16)(q24;q13) in glioma, 76:88 
t(4;16)(q27;q13) in CML, 73:57 
t(4;17)(q28;p11) in glioma, 76:88 
t(4;18)(p15.1;q12.3) in glioma, 76:88 
t(4;21)(p10;q10) in sigmoid adenoma, 74:104 
t(4;22)(q11;p11) in sacral chordoma, 73:147 
t(4;22)(q35;q11) in Ph+ CML, 73:57 
t(5;5)(q14;q32) in glioma, 76:89 
t(5;6)(q11;q24) in ovarian cancer, 73:33 
t(5;6)(q14;p25) in glioma, 76:88 
t(5;6)(q35;p12) in glioma, 76:88 
t(5;7)(q13;p15) in hemangiopericytoma, 72:137 
t(5;7)(q13;q22) in squamous cell carcinoma of the head 
and neck, 77:62 
t(5;7)(q21;q21) in glioma, 76:89 
t(5;7)(q32;q22) in glioma, 76:88 
t(5;7)(q33;q36) in sacral chordoma, 73:147 
t(5;9;22)(p12;q33;q13.3) in glioma, 76:89 
t(5;10)(p13;p14-15) in osteosarcoma, 77:83 
t(5;11)(p13;p15) in ANLL-M5 (secondary), 75:17 
t(5;11)(q11.2;q23) in malignant melanoma, 77:70 
t(5;11)(q12;q25) in glioma, 76:88 
t(5;11)(q14;q13.4) in glioma, 76:88 
t(5;11)(q21;q25) in glioma, 76:88 
t(5;12)(q13;q13) in MDS, 74:45 
t(5;12)(q21;q23) in Richter syndrome, 73:65 
t(5;12)(q22;q24.2) in Richter syndrome, 73:65 
t(5;14)(q14;q21) in glioma, 76:88 
t(5;14)(q31 or q32;q12) in glioma, 76:88 
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t(5;14)(q31;q32) in glioma, 76:88 
t(5;15)(q13;q13) in MDS, 74:45 
t(5;15;17)(q13;q22;q12) in APL, 72:73 
t(5;17)(q11;q11) in myeloid leukemia, 75:16 
t(5;17)(q31;p11) in myeloid leukemia (secondary), 75:16 
t(5;18)(p14;q12.3) in glioma, 76:88 
t(6;6)(p11;q11) in ovarian cancer, 73:33 
t(6;6)(q25-27;p21) in uveal melanoma, 72:109 
t(6;7)(q13;q13) in T-lymphoma, 78:15 
t(6;7)(q24;q34) in ALL, 76:120 
t(6;8)(q13-15;q11-13) in uveal melanoma, 72:109 
t(6;8;21)(q21;q22;q22) in AML, 75:140 
t(6;9)(p11;p11) in ovarian cancer, 73:33 
t(6;9)(p21;p24) in uveal melanoma, 72:109 
t(6;9;22)(p21;q34;q11) in CML, 73:57 
t(6;9)(q11;p11) in sacral chordoma, 75:23 
t(6;9)(q23;p22) in lacrimal gland tumor, 75:134 
t(6;11)(p21.1;q13) in ANLL-M2 (secondary), 75:17 
t(6;11)(q15;p15) in fibrous dysplasia, 77:114 
t(6;12)(q25;q13) in chondrosarcoma, 76:104 
t(6;13)(p10;q10) in glioma, 76:88 
t(6;13)(p12.2;p13) in uveal melanoma, 72:109 
t(6;13)(q25;q34) in ovarian cancer, 73:33 
t(6;14)(p23;q21-22) in Sézary syndrome, 75:130 
t(6;14)(q21;q32) in fibroadenoma of breast, 76:145 
t(6;15)(p21;p13) in sacral chordoma, 
t(6;15)(p24;q21) in glioma, 76:88 
t(6;15)(p25;q22) in Ph+ CML, 72:65 
t(6;17)(p11;q12) in glioma, 76:88 
t(6;17)(p24;q22) in glioma, 76:88 
t(6;17)(q15;q11) in pancreatic cancer, 76:29 
t(6;18)(p21;q23) in varicose vein, 75:27 
t(6;19)(q16;q13.3) in Ph+ CML, 72:65 
t(6;22)(p12;p11) in uveal melanoma, 72:109 
t(6;22)(p21;p11) in uveal melanoma, 72:109 
t(7;7)(q31;q33) in sigmoid adenoma, 74:104 
t(7;8)(q36;q12) in ovarian cancer, 73:33 
t(7;9)(p10;p10) in glioma, 76:89 
t(7;9)(p11.1;q11) in malignant melanoma, 77:70 
t(7;9)(p22;q12) in ovarian cancer, 73:33 
t(7;9)(q22;q22) in leiomyoma, 77:65 
t(7;11)(p21;q13) in ovarian cancer, 73:33 
t(7;11)(q11;q13) in ovarian cancer, 73:33 
t(7;12)(p15-21;p12-13) in AML-M1, 73:171 
t(7;12)(p15;q15) in hemangiopericytoma, 72:137 
t(7;14)(p14;q24.2) in glioma, 76:88 
t(7;14)(q11;p11) in ALL, 76:120 
t(7;14)(q31;q31) in glioma, 76:89 
t(7;15)(p22;q11) in ovarian cancer, 73:33 
t(7;16)(p12;p11) in osteosarcoma, 77:83 
t(7;17)(p11.2;q11.2) in MDS, 74:45 
t(7;17)(p15-21;q12-21) in endometrial stromal sarcoma, 
77:45 
t(7;18)(p12;p11.3) in malignant melanoma, 77:70 
t(7;18)(q11;p11) in sacral chordoma, 75:23 
t(7;19)(q21.3;q13) in hibernoma, 72:59 
t(7;20)(q22;q13) in varicose vein, 75:27 
t(7;21;8)(q32;q22;q22) in ANLL-M2, 75:140 
t(8;9)(q11;q34) in lacrimal gland tumor, 75:134 


t(8;9)(q11.1;p11) in malignant melanoma, 77:70 
t(8;10)(q11;q22) in lacrimal gland tumor, 75:134 
t(8;11)(p11;p13) in ALL (L1), 78:23 
t(8;11)(q12;p15) in salivary gland tumor, 75:137 
t(8;11;21)(q22;q13;q22) in ANLL-M2, 75:14 
t(8;12)(q11;q12) in lacrimal gland tumor, 75:134 
t(8;12)(q12;p12) in lacrimal gland tumor, 75:134 
t(8;13)(p21;q12) in myeloid leukemia (secondary), 75:16 
t(8;13)(q13;p11) in uveal melanoma, 72:109 
t(8;13)(q13;q22) in salivary gland tumor, 75:137 
t(8;13)(q13;q31) in glioma, 75:77 
t(8;13;21)(q22;q12;q22) in ANLL-M2, 75:140 
t(8;14)(q11.2;q24) in lipoblastoma, 76:39 
t(8;14)(q24;q32) in ALL, 76:120 
t(8;14;18)(q24;q32;q22) in B-cell line, 74:87 
t(8;15)(q22;q24) in pancreatic cancer, 76:29 
t(8;15;21)(q22;q21;q21) in ANLL-M2, 75:140 
t(8;15;21)(q22;q21;q22) in AML, 75:140 
t(8;15;21)(q22;q26;q22) in ANLL-M2, 75:140 
t(8;17)(p21;p13) in chondrosarcoma, 76:104 
t(8;17)(p21;q21) in APL, 72:75 
t(8;17)(q11;p13) in ovarian cancer, 73:33 
t(8;17;21)(q22;p11;q22) in ANLL-M2, 75:140 
t(8;17;21)(q22;q23;q22) in ANLL-M2, 75:140 
t(8;18;21)(q11q22;q23;q22) in ANLL-M2, 75:140 
t(8;21)(q12;q11) in osteosarcoma, 77:83 
t(8;21)(q22;q22) in ANLL-M2, 75:140 
t(8;21)(q22;q22) in ANLL-M2 (secondary), 75:15 
t(8;21)(q22;q22) in ANLL with Down syndrome, 76:72 
t(8;21)(q22;q22) in MPD, 75:106 
t(8;21;5)(q22;q22;q31) in ANLL-M2, 75:140 
t(8;21;11)(q22;q22;p15) in ANLL-M2, 75:140 
t(8;22)(p11;q11) in salivary gland tumor, 75:137 
t(8;22)(q22;q11) in epithelioid sarcoma, 72:151 
t(8;22)(q22;q22) in AML (M1), 73:79 
t(9;10)(p11;q11) in testicular teratoma, 75:90 
t(9;10)(p22;q22) in phyllodes of breast, 78:200 
t(9;10;11)(q34;q22;q13) in hibernoma, 72:59 
t(9;11)(p21;q23) in ANLL-M4 (secondary), 75:17 
t(9;11)(p21;q23) in ANLL-MS5 (secondary), 75:15, 16 
t(9;11)(p21-22;q23) in ANLL-M4 (secondary), 75:17 
t(9;11)(p22;p15) in M1 (biphenotypic), 76:116 
t(9;11)(p22;q23) in ANLL-M4 (secondary), 75:16 
t(9;11)(p22;q23) in ANLL-M5 (secondary), 75:17 
t(9;11)(p22;q23) in CMMoL (secondary), 75:64 
t(9;11)(p22;q24) in ANLL-M5 (secondary), 75:15 
t(9;11)(q34;q13) in squamous cell carcinoma of the head 
and neck, 77:62 
t(9;12)(q11;p13) in salivary gland tumor, 75:137 
t(9;12)(q12;p13) in osteosarcoma, 77:83 
t(9;12;22)(q34;q11;q11) in CML, 73:57 
t(9;14)(q21;q21) in glioma, 76:89 
t(9;15)(q21;p11) in varicose vein, 75:27 
t(9;15)(q33;q23) in glioma, 76:89 
t(9;16)(q12;p13.3) in glioma, 76:88 
t(9;17)(p13;p11.2) in MDS, 74:45 
t(9;21)(p22;q22) in ANLL-M4 (secondary), 75:15 
t(9;22)(q22;q11) in chondrosarcoma, 76:104 
t(9;22;15)(q31;q12.2;q25) in chondrosarcoma, 76:104 


t(9;22)(q34;q11) in ALL, 76:120 
t(9;22)(q34;q11) in ANLL, 76:70 
t(9;22)(q34;q11) in Ph+ CML, 72:65 
t(9;22)(q34;q12-13) in rhabdoid tumor, 77:202 
t(10;10)(p14;p15) in glioma, 76:88 
t(10;11)(p13;q13) in ANLL-M4 (secondary), 75:15 
t(10;11)(q26;q13) in MDS (secondary), 75:16 
t(10;12)(q11;p11) in osteosarcoma, 77:83 
t(10;15)(p15;q22) in adenoid cystic carcinoma, 75:150 
t(10;17)(q11;p13) in varicose vein, 75:27 
t(10;22)(q11.2;p13) in squamous cell carcinoma of the 
head and neck, 77:62 
t(11;11)(p11;q24) in ovarian cancer, 73:33 
t(11;11)(p15;q13) in ovarian cancer, 73:33 
t(11;12)(p15.2;q24.2) in glioma, 76:88 
t(11;12)(q23;p13) in ANLL-M5 (secondary), 75:16 
t(11;12)(q23;q13) in squamous cell carcinoma of the 
head and neck, 77:62 
t(11;13)(q12;q22) in ovarian cancer, 73:33 
t(11;14)(p13;q11) in ALL, 76:120 
t(11;14)(p14;q23) in ovarian cancer, 73:33 
t(11;14)(q13;q32) in multiple myeloma, 74:115 
t(11;14)(q13;q32) in Richter syndrome, 73:65 
t(11;15;17)(q13;q22;q12) in APL, 72:73 
t(11;16)(q13-14;q23) in Warthin tumor, 76:129 
t(11;16)(q23;p13) in ANLL-MO (secondary), 75:15 
t(11;16)(q23;p13.3) in ANLL-M2, 75:17 
t(11;17)(p11.2;p11.2) in MDS, 74:45 
t(11;17)(q13;p13) in MDS, 74:45 
t(11;17)(q23;q11-21) in M5 ANLL, 74:50 
t(11;17)(q23;q21) in ANLL-M2 (secondary), 75:16 
t(11;17)(q23;q25) in ANLL-M5 (secondary), 75:15 
t(11;17)(q23;q25) in CMMoL, 75:17 
t(11;18)(q24;q12.3) in glioma, 76:88 
t(11;19)(q13;p13) in MDS, 75:16 
t(11;19)(q14-21;p12) in mucoepidermoid 
carcinoma, 74:81 
t(11;19)(q21;p13.1) in salivary gland tumor, 75:137 
t(11;19)(q23;p13) in ANLL-M5 (secondary), 75:16 
t(11;19)(q23;p13.1) in ANLL-M2 (secondary), 75:17 
t(11;19)(q23;q13) in ANLL-M4 (secondary), 75:15 
t(11;21)(q23;q22) in ANLL-M5 (secondary), 75:15 
t(11;22)(q24;q12) in Ewing sarcoma, 74:13 
t(12;13)(p13;q14) in ALL, 76:120 
t(12;13)(p13;q14) in ANLL (MO), 77:106 
t(12;13)(q24;q14) in follicular lymphoma, 76:140 
t(12;14)(p13;q13) in ovarian cancer, 73:33 
t(12;14)(q10;q10) in CLL, 76:159 
t(12;14)(q11;q31) in glioma, 76:88 
t(12;16)(q15;q24) in adenolipomas, 72:146 
t(12;17)(p11;q11) in MDS, 74:45 
t(12;17)(p11.2;p11.2) in MDS, 74:45 
t(12;17)(q12;q24) in glioma, 75:77 
t(12;17)(q15;q12) in hidradenoma, 77:26 
t(12;17)(q22;q25) in ANLL-M4 (secondary), 75:16 
t(12;19)(q13;q13) in chondrosarcoma, 76;104 
t(12;19)(q24;p13) in hidradenoma, 77:26 
t(12;22)(p11;q11) in granulocytic sarcoma, 74:59 
t(12;22)(p13;q12) in CML, 72:105 
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t(12;22)(q13-14;q12-13) in CCS, 72:141 
t(13;14)(q11;p13) in ovarian cancer, 73:33 
t(13;15)(q13;p12) in glioma, 76:88 
t(13;17)(q10;q10) in sigmoid adenoma, 74:104 
t(13;17)(q11-13;p11) in T-lymphoma, 78:15 
t(13;17)(q12;q21) in glioma, 76:88 
t(13;19)(q14;p13.3) in glioma, 76:89 
t(13;22)(q10;q10) in rectal adenoma, 74:104 
t(13;22)(q11;p11) in ovarian cancer, 73:33 
t(14;17)(p11;q11) in MDS, 74:45 
t(14;17)(p11.2;q22) in glioma, 76:89 
t(14;17)(q12;q22 or q23) in glioma, 76:88 
t(14;18)(p12;q22) in glioma, 76:89 
t(14;18)(q24;q22) in glioma, 76:88 
t(14;18)(q32;q21) in ALL (L1), 78:23, 36 
t(14;18)(q32;q21) in follicular lymphoma, 76:140 
t(14;19)(q32;q13) in follicular lymphoma, 75:72 
t(14;20)(q12;q13.3) in glioma, 76:88 
t(15;16)(p13;p12) in glioma, 76:88 
t(15;17)(q22;q12) in ANLL-M3 (secondary), 75:17 
t(15;17)(q25;q22) in glioma, 76:88 
t(15;18)(p11;p11) in osteosarcoma, 77:83 
t(15;19)(q13;p13.3) in glioma, 76:88 
t(15;21)(p11.1;q11.1) in malignant melanoma, 77:70 
t(15;21)(p11.1;q11.2) in malignant melanoma, 77:70 
t(16;17)(p12;p12) in glioma, 76:89 
t(16;18)(q21;p11) in glioma, 76:88 
t(16;21)(p11;q22) in ALL, 75:60 
t(16;21)(q11;p11) in chondrosarcoma, 76:100, 104 
t(16;22)(q24;q11) in Ph+ CML, 73:57 
t(17;18)(q11;p11) in pancreatic cancer, 76:29 
t(17;18)(q21.1;q22) in glioma, 76:88 
t(17;21)(p11;q11) in CLL, 78:108 
t(18;20)(q11;p11) in chondrosarcoma, 76:100, 104 
t(18;21)(q12;q11-21) in gallbladder cancer, 76:15 
t(18;21)(q21;q22) in glioma, 76:88 
t(18;22)(p11.1;q11.2) in ovarian cancer, 73:33 
t(21;22)(q22;q11) in Ph+ CML, 74:156 
t(X;1)(q25;p31) in glioma, 76:89 

t(X;1)(q28;q22) in granulocytic sarcoma,74:59 
t(X;3)(q24;q11) in sacral chordoma, 73:147 
t(X;3)(q25-26;p13-14) in renal cell carcinoma, 77:1 
t(X;5)(q13;p13) in glioma, 76:89 
t(X;8)(q26;q21.3) in mastocytosis, 78:236 
t(X;10)(p11;p11) in ANLL-M2 (secondary), 75:17 
t(X;10)(p22;q23) in Merkel cell carcinoma, 75:74 
t(X;11)(q13;q23) in ANLL-M4 (secondary), 75:15 
t(X;12)(q28;q13) in varicose vein, 75:27 
t(X;18)(p11.2;q11.2) in synovial sarcoma, 73:89 
t(Y;9)(q11;q34) in CML, 73:57 

t(Y;15)(q11;p13) in neuroblastoma, 74:30 

variant Ph translocations, 73:57 

variant t(8;21) in M2, 75:139 


Treatment-related leukemia; see Secondary leukemia 
Trisomy 


in gliomas, 75:77 

single trisomies in tumors, 73:50 
1q in large cell lymphoma, 77:91 

7 and 10 in bladder cancer, 77:118 
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+2 in proliferative myositis, 76:157 

+5 in ALL, 75:116 

+5 in salivary gland tumor, 76:96 

+5 in marrow cultures of patients with cancer, 78:207 
+6 as sole anomaly in myeloid disorders, 74:150 
+7 in endometrial cancer, 73:142 

+7 in gliomas, 72:55 

+7 in ovarian cancer, 73:33 

+8 in ALL, 74:144; 75:6 

+8 in CCS, 72:141 

+8 in GSS, 72:96 

+8 in Ph+ CML, 72:24 

+11 in AMMoL, 77:33 

+11 in congenital mesoblastic nephroma, 77:50 
+11 (+8,+10) in fibrosarcoma, 78:82 

+12 in CLL, 72:83 

+14 in ANLL, 72:86 

+18 in medullary breast cancer, 73:75 

+19 in hematologic neoplasms, 74:62 

+21 in megakaryoblastic leukemia, 74:66 
Trophoblastic tumors 

genetic origin, 73:95 

malignant, 73:95 


Tumors 


adipose, 72:59, 146 

allelotype in pediatric tumors, 77:150 

bone tumors, 78:115 

brain, 73:46; 75:77 

centromeric breakpoints, 77:165 

chromosome 18 and metastases, 77:177 

clonal evolution in bone and soft tissue tumors, 
77:203 

cyclin D1 in tumors, 77:154 

cytogenetics of, 77:203, 204; 78:115 

cytogenetics of soft tissue tumors, 77:203; 78:115 

DNA fingerprint analysis, 77:183 

embryonic: origin, 78:242 

endocrine of pancreas, 77:5 

fine needle aspirations of soft tissue tumors, 77:203 

genitourinary in families, 72:28 

germ cell, 73:11, 53; 75:90 

gliomas, 72:55, 130; 73:46, 122 

in von Hippel-Lindau syndrome, 77:1 

karyotypic clonality in epithelial tumors, 77:159 

method, cytogenetic, 72:161; 76:77 

methodology and cytogenetics, 76:77 

methylation mapping, 77:150 

models, 76:77 

ovarian, 73:33, 60 

pancreatic, 77:55 

pathology and cytogenetics, 78:115 

pediatric tumors, 77:204 

phenotypic variability in +8, 76:158 

renal, 72:28; 73:134 

trisomy in, 76:158 

trophoblastic, 73:95 

+8 in, 76:158 


Ureter 
cytogenetics of cancer, 77:194 

Urogenital tumors 
DNA analysis, 77:166 

Uterine 
adenocarcinoma with chromosome 1 change, 78:105 
cervical lesions, 75:120 
cervix, carcinoma, 74:153 
chromosome 1 in adenocarcinoma, 78:105 
cytogenetics endometriosis, 78:172 
endometrial cancer line (murine), 74:99 
endometriosis, 78:172 
leiomyomas, 74:19; 77:65 
leiomyosarcoma, 74:19 
tumor cytogenetics (FISH), 74:19 

Uveal melanoma 
CGH in melanoma, 77:163 
clinical correlations in melanoma, 72:109 
cytogenetics of melanoma, 72:109; 77:144 
LOH of chromosome 3, 77:183 
melanoma, 72:109; 77:144 
two subclones, 77:144 


Veins 
cytogenetic changes in varicose, 75:26 
varicose, 75:26 
Virus 
EB virus, 77:167 
integration sites in chromosomes, 72:39 
papillomavirus and p53, 77:178 
papillomavirus-immortalized cell lines, 72:39 
Rous sarcoma virus transformation, 74:123 
von Hippel-Lindau syndrome (VHL) 
chromosome changes in tumors, 77:1 
cytogenetics, 77:1 
FISH studies, 77:1 
hemangioblastoma in, 77:1 
pheochromocytoma in, 77:1 
renal cell carcinoma in, 77:1 
tumors in, 77:1 
tumor suppressor gene, 77:153 


Waldenstrém Macroglobulinemia 


IL4 gene in, 75:153 
karyotype, 73:169 
14q+ marker, 73:169 


Warthin tumor; see Cystadenolymphoma 
Wiedemann-Beckwith syndrome 


associated tumors, 77:152 

Wilms tumor and LOH, 77:167 
11p and childhood tumors, 77:168 
11p15 in, 77:168 


Wilms tumor 


chromosome 7 in, 77:93 
chromosome 12 in, 77:198 
cytogenetics of, 77:199 

FISH vs. cytogenetics, 77:198 
germline and somatic abnormalities of chromosome 7, 


Turcot syndrome 77:93 
glioma polyposis, 77:180 leukemia and lymphoma in families of children with 


265 


Wilms tumor, 77:129 
molecular aberrations, 77:168 
tumors in families, 77:129 
11p in, 77:198 


X chromosome 
change in tumors, 72:160 
in synovial sarcoma, 73:89 
inv(X) in hemangiopericytoma, 72:137 
loss in ANLL, 72:44 
loss in brain tumors, 73:46; 75:77 
loss in ovarian cancer, 73:33 


probes in MRD and BMT, 73:130 
sole change in ANLL, 72:44 
+X in large cell lymphoma, 77:91 


Y chromosome 
change in tumors, 72:160 
in ANLL, 76:70 
loss in ANLL, 72:44 
loss in brain tumors, 73:46; 75:77 
probes in MRD and BMT, 73:130 
sole change in ANLL, 72:44 

Yeast Artificial Chromosomes (YAC) 
method for isolation, 77:151 
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